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Instrumentation 

High-performance liquid chromatography (HPLC) was performed using a Thermo Scientific 

Dionex Ultimate 3000 system with a diode array detector equipped with a C18 column 

(AccucoreXL C18, Thermo Scientific, 4.6 x 260 mm,1.8 um particle size). High resolution mass 

spectrometry (HR-MS) analysis was performed using a Q-ExactiveTM Focus Hybrid 

Quadrupole-Orbitrap MassSpectrometer (Thermo Fisher) equipped with a Dionex Ultimate 3000 

HPLC system (Thermo Fisher). NMR spectra were recorded using Varian Inova 500 MHz NMR 

spectrometer at the Nuclear Magnetic Resonance Facility at Fudan University. PCR was 

performed on a Bio-Rad T100TM Thermal Cycler using Phanta® Max Super-Fidelity DNA 

Polymerase (Vazyme Biotech Co. Ltd, China). 

 

Chemicals and Biochemicals 

All chemical reagents and anhydrous solvents were purchased from commercial sources and used 

without further purification unless otherwise specified. S-adenosyl-L-methionine (SAM) were 

purchased from Sangon Biotech Co. Ltd (Shanghai, China). Pyridoxal-5-phosphate (PLP), 

guanosine, cytidine, Fe(NH4)2(SO4)2•6H2O and Na2S were from Adamas Reagent Co. Ltd 

(Shanghai, China). Methylmagnesium chloride and methyl 2-(bromomethyl)acrylate were 

purchase from J&K scientific Ltd (China). Homocysteine was from Tokyo Chemical Industry Co. 

Ltd (Shanghai). Kanamycin and culture media were from Sinopharm Chemical Reagent Co. Ltd 

(China). Enzymes were from Takara Biotechnology (Dalian, China) or from Vazyme Biotech 

(Nanjing, China) unless otherwise specified.  

 

Protein Expression 

E. coli BL21 (DE3) cells were transformed via electroporation with the NosL-expression 

plasmid.[1] A single colony transformant was used to inoculate a 5 mL culture of LB supplemented 

with 50 μg/mL kanamycin. The culture was grown at 37 °C for 12 h and was used to inoculate 1 L 

of LB medium containing 50 μg/mL kanamycin. Cells were grown at 37 °C and 220 rpm to an 
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OD600～0.6-0.8, and then IPTG was added to a final concentration of 0.2 mM. After additional 

18 h of Incubation at 20 °C and 130 rpm, the cells were harvested by centrifugation at 5000 rpm 

for 15 min at 4 °C. The pellet was used directly for protein purification or stored at −80 °C upon 

further use. 

 

Preparation of the reconstituted NosL 

Protein purification and [4Fe-4S] reconstitution were performed in an anaerobic glove box (Coy 

Laboratory Product Inc., USA) with less than 2 ppm of O2. The cell pellet was resuspended in 

20ml of the lysis buffer (50 mM MOPS, 200 mM NaCl, and 10% glycerol, pH 8.0), and was lysed 

by sonication on ice. Cell debris was removed via centrifugation at 14000 rpm for 30 min at 4 °C. 

The supernatant was incubated with 4 ml Ni-NTA resin pre-equilibrated with the lysis buffer, and 

then subjected to affinity purification on a column. The desired fractions were combined and 

concentrated using an Amicon Ultra-15 Centrifugal Filter Unit and analyzed by SDS-PAGE 

(12%Tris-glycine gel). Protein concentration was determined using a Bradford Assay Kit 

(Promega) using bovine serum albumin (BSA) as a standard.  

 

For reconstitution of the [4Fe-4S] clusters of NosL, freshly prepared dithiothreitol (DTT) was 

added to the purified protein fraction with a final concentration of 5 mM. Fe(NH4)2(SO4)2 solution 

(50 mM) was then added carefully to a final concentration of 500 μM. After 10 min of incubation 

at the room temperature, Na2S solution (50 mM) was added in the same way to a final 

concentration of 500 μM. After further incubation on ice for 5-7 h, the resulting blackish solution 

was subjected to desalting on a DG-10 column (Bio-Rad) pre-equilibrated with the elution buffer 

(50 mM MOPS, 25 mM NaCl, 10 mM DTT and 10% (v/v) glycerol, pH 8.0). The protein fraction 

was collected and concentrated, and was used directly for in vitro assay or stored at −80 °C upon 

further use. 

 

Enzyme assays 

A typical assay was carried out by incubating 500 μM L-Trp or IMAA with ca. 50 μM 

reconstituted NosL, 500 μM SAM or SAM analogues, and 2 mM of sodium dithionite (Na2S2O4) 



in 50 mM MOPS buffer (pH 8.0). Reaction volumes were typically 200 μL and were maintained 

at room temperature for 1.5 h prior to quenching. The reactions were quenched by addition of 

trifluoroacetic acid (TFA) to a final concentration of 5% (v/v). After removal of the protein 

precipitates by centrifugation, the supernatant was subjected to HPLC and/or LC-MS analysis. 

 

For purification of the adenosine adduct 4, the reaction volume was 10 mL and the compound was 

obtained by using semi-preparative reverse-phase HPLC. HPLC purification was performed by 

using a C18 semi-preparative column (Kromasil C18, 10 x 250 mm, 5 μm). Compounds were 

eluted at a flow rate of 2 mL/min with solvent A (H2O, 0.1% TFA) and solvent B (CH3CN, 0.1% 

TFA): 0-15 min, a linear gradient from 80% A / 20% B to 20% A / 80% B; 15-18 min, constant 

20%A / 80% B; 18-20 min, a linear gradient to 80% A / 20% B. The adenosine adduct 4 eluted 

around 11.7 min was collected, concentrated by SpeedVac, and lyophilized upon NMR analysis. 

 

 

 

Synthesis of 5ˊ-Iodo-5ˊ-deoxyguanosine 

 

Synthesis of 5ˊ-Iodo-5ˊ-deoxyguanosine was carried out according to a previous report.[2] Iodine 

(2.97 g, 11.7 mmol) was added over 5 min to a stirred suspension of guanosine hydrate (1.05 g, 

3.7 mmol), triphenylphosphine (3.20 g, 12.2 mmol), and imidazole (1.67 g, 24.5 mmol) in 

N-methyl-2-pyrrolidinone (14.8 mL) at room temperature. The resulting solution was then 

increased to 60°C and incubated at this temperature for 3 h. After cooling down to room 

temperature, the solution was poured into a mixture containing 150 ml dichloromethane and 45 ml 

water. A white crystalline was then collected by filtration to give 5ˊ-Iodo-5ˊ-deoxyguanosine 

(892mg, 62%). ESI-MS ([M + H]+): 394.0012 (calculated), 394.0011 (found).  



 

Synthesis of S-Guanosyl-homocysteine (SGH) 

 

Synthesis of SGH was performed according to previously reported procedures.[3] Et3N (500 μL, 35 

mmol) was added to 8 ml aqueous solution containing 5ˊ-Iodo-5ˊ-deoxyguanosine (20 mg, 

51μmol) and homocysteine (10 mg,74 μmol). The resulting solution was then refluxed for 2 h. 

SGH (5.7 mg, yield 28%) was obtained by semi-preparative reverse-phase HPLC purification, 

having a retention time around 6.2 min in our procedure (see above for HPLC purification 

method). ESI-MS ([M+H]+): 401.1243  (calculated), 401.1247 (found). 

 

Synthesis of S-Guanosyl-methionine (SGM) 

 

According to similar procedures reported previously,[4] SGH (20 mg, 50 μmol) was dissolved in 

formic acid (1 ml), and methyl iodide (0.5 ml, 8 mmol) was added in this solution with vigorous 

shaking. The resulting solution was kept in dark for 2 days at room temperature, and was then 

lyophilized. The residue was re-dissolved in water (2 ml), and the resulting mixture was extracted 

three times with diethyl ether (3 ml). SGM (3.3mg, yield 73%) was obtained from the aqueous 

phase by using semi-preparative reverse-phase HPLC purification, showing a retention time 

around 6.0 min (see above for HPLC purification method). ESI-MS ([M+H]+): 415.1394 

(calculated), 415.1381 (found). 1H NMR (400 MHz, DMSO) δ 8.66 (m, 1H), 8.36 (s,1H), 6.02 (m, 

1H), 4.65 ~ 4.69 (m, 1H), 4.37 ~ 4.42 (m, 1H), 4.29 ~ 4.33 (m, 1H), 4.06 (m, 1H), 3.87 ~ 4.00 (m, 

2H), 3.54 ~ 3.61 (m, 1H), 3.43 ~ 3.51 (m, 1H), 2.29 (s, 3H, CH3), 2.27 ~ 2.32 (m, 1H), 2.16 ~ 2.25 



(m, 1H). 

 

Synthesis of 5ˊ-chloro-5ˊ-deoxycytidine 

 

Synthesis of 5ˊ-chloro-5ˊ-deoxycytidine was carried out according a previous report.[2] SOCl2 (500 

μL, 5.3 mmol) was slowly added to a stirred suspension containing cytidine (100 mg, 0.4 mmol), 

anhydrous pyridine (0.51 mL, 6.3 mmol), and 2.5 ml anhydrous CH3CN in an ice bath. The 

mixture was stirred at 0-5°C for 4 h, and was further stirred at room temperature for overnight. 

The resulting suspension was concentrated under vacuum, and the residue was re-dissolved in a 

mixture containing 20 ml methanol, 2 ml water, and 4 ml NH4OH, and was stirred for 30 minutes 

at room temperature. The precipitates were removed by filtration, and the resulting solution was 

concentrated to dryness, and the crude residue was subjected to column chromatography with 

CHCl3/MeOH (8:2, 2% NEt3), allowing collection of the purified 5ˊ-chloro-5ˊ-deoxycytidine 

(33.2mg, yield 31%). ESI-MS ([M+H]+): 262.0595 (calculated), 262.0584 (found). 

 

  



Synthesis of S-cytidylyl-homocysteine (SCH)  

 

SCH was synthesized in a way similar to that for SGH. Et3N (500 μL, 35 mmol) was added to 8 

ml aqueous solution containing 5ˊ-chloro-5ˊ-deoxycytidine (10 mg, 38 μmol) and homocysteine 

(10 mg,74 μmol), and the resulting solution was refluxed for 2 h. SCH (5.3mg, yield 38%) was 

obtained from the solution by semi-preparative reverse-phase HPLC purification, showing a 

retention time of 5.8 min in our procedure (see above for HPLC purification method). ESI-MS 

([M+H]+): 361.1182  (calculated), 361.1175 (found). 

 

Synthesis of S-Cytosyl-methionine (SCM) 

 

SCM was synthesized in a way similar to that for SGM. SCH (5 mg, 13.9 μmol) was dissolved in 

formic acid (1 ml), and methyl iodide (0.5 ml, 8 mmol) was added to this solution with vigorous 

shaking. The resulting solution was kept in dark for 2 days at room temperature, and was then 

lyophilized. The residue was dissolved in water (2 ml), and the resulting mixture was extracted 

three times with diethyl ether (3 ml). SCM (3.2mg, yield 62%) was obtained from the aqueous 

phase by using semi-preparative reverse-phase HPLC purification, showing a retention time of 5.4 

min (see above for HPLC purification method). ESI-MS ([M+H]+): 375.1333 (calculated), 

375.1342 (found). 1H NMR (400 MHz, DMSO) δ 7.94 (d, J = 8.0 Hz, 1H), 6.21 (d, J = 8.0 Hz, 

1H), 6.02 (m, 1H), 4.65 ~ 4.69 (m, 1H), 4.37 ~ 4.42 (m, 1H), 4.29 ~ 4.33 (m, 1H), 4.06 (m, 1H), 

3.87 ~ 4.00 (m, 2H), 3.54 ~ 3.61 (m, 1H), 3.43 ~ 3.51 (m, 1H), 2.29 (s, 3H, CH3), 2.27~2.32 (m, 



1H), 2.16-2.25 (m, 1H). 

 

Synthesis of 2-(indolyl)acrylic acid (IAA) 

 

 

2-(indolyl)acetic acid (0.88 g, 5 mmol) was added to a mixture of paraformaldehyde (0.75 g, 25 

mmol) and N-methylaniline trifluoroacetate (TAMA) (1.1 g, 5 mmol) in THF (50 mL). The 

mixture was refluxed overnight under N2 protection. Water (10 mL) was then added to the 

reaction, and the resulting solution was refluxed for another 1h. After cooling down to room 

temperature, THF was removed by evaporation, and the resulting mixture was mixed with 20ml 

ethyl acetate with vigorous shaking. The precipitate was removed by filtration, and the organic 

phase was collected and was dried by anhydrous Na2SO4. After removal of the solvent by 

evaporation, the crude residue was subjected to a silica gel column chromatography using ethyl 

acetate/petroleum = 1:5 (0.5% acetic acid) as an eluent. The second fraction (Rf = 0.11) was 

collected, which was identified as the target product IAA (150 mg, yield 15%). MS (ESI, [M+H]+) 

188.0712 (calculated), 188.0710 (found). 1H NMR (400 MHz, DMSO) δ 12.19 (s, 1H, COOH), 

7.81 (d, 1H, J = 8.0 Hz, 4’-H), 7.55 (s, 1H, 2’-H), 7.47 (d, 1H, J = 8.0 Hz,7’-H), 7.18 (td, 1H, J = 

1.2, 7.8 Hz, 6’-H), 7.04 (t, 1H, J = 7.8 Hz, 5’-H), 6.60 (s, 1H, =CH), 5.76 (s, 1H, =CH). 13C NMR 

(101 MHz, DMSO) δ 173.14, 136.01, 128.36, 127.52, 122.22, 119.78, 119.46, 110.58, 109.18, 

55.32, 31.10. 

 

 

Synthesis of 2-((1H-indol-3-yl)methyl)acrylic acid (IMAA) 

 

Methylmagnesium chloride (2.0 mL, 6 mmol, 3 M in THF) was diluted in 10 ml dry THF, and the 



resulting solution was added dropwise over 20 min to a solution containing 0.625 g indole (5.3 

mmol) and 20 ml THF. The workup was kept below -5 oC under N2 protection and was stirred for 

30 min. Methyl 2-(bromomethyl)acrylate (1g, 5.5 mmol) was then added dropwise over 20 min to 

the reaction mixture, and the mixture was stirred for another 1 h at -5 oC. The reaction was 

quenched by adding 2 ml water, and the mixture was stirred at room temperature for 30 min 

before extraction by ethyl acetate. The organic layer was dried by anhydrous Na2SO4, and the 

solvent was removed by evaporation to produce 1.4 g crude product, which was further purified 

by silica gel column chromatography using ethyl acetate/petroleum = 1/10 as an eluent, allowing 

collecting of the pure methyl 2-((indolyl)methyl)acrylate (0.65 g, yield 55%). 1H NMR (400 MHz, 

CDCl3) δ 8.04 (s, 1H), 7.52 (dt, J = 8.0 Hz, 1.2 Hz, 1H), 7.37 (dt, J = 8.0 Hz, 1.2 Hz, 1H), 7.20 

( td, J = 8.0, 1.2 Hz, 1H), 7.11 (td, J = 8.0, 1.2 Hz, 1H), 7.04 (d, J = 2.4 Hz, 1H ) 6.21(m, 1H), 

5.51(m, 1H), 3.78 (s, 3H, CH3O), 3.72 (s, 3H, CH2). 

 

Methyl 2-((indolyl)methyl)acrylate (0.65 g, 3.0 mmol) was dissolved in a mixture of 1,4- dioxane 

(20 mL) and water (20 mL), and NaOH (0.8 g, 20 mmol) was then added to the solution, which 

was stirred 2 h at room temperature. After extraction by using ethyl acetate, the water layer was 

acidified with 3 M HCl and the pH was adjusted to 4-5. The resulting aqueous solution was then 

extracted again with ethyl acetate, and the organic phase was dried over Na2SO4, and pure 

2-((indolyl)methyl)acrylic acid (IMAA) (0.6 g, yield 99 %) was obtained after removal of the 

solvent by evaporation. MS (ESI, [M+H]+) 202.0868 (calculated), 202.0862 (found). 1H NMR 

(400 MHz, CDCl3) δ 8.03 (s, 1H), 7.54 (dt, J = 8.0 Hz, 1.2 Hz, 1H), 7.37 (dt, J = 8.0 Hz, 1.2 Hz, 

1H), 7.20 ( td, J = 8.0, 1.2 Hz, 1H), 7.11 (td, J = 8.0, 1.2 Hz, 1H), 7.05 (d, J = 2.4 Hz, 1H ) 6.35 

(m, 1H), 6.18(m, 1H), 3.72 (s, 3H, CH2). 

  



 

Figure S1. HR-MS/MS analysis of the adenosine adduct 4, showing the collision induced 

dissociation (CID) fragments and the MS/MS spectrum.  

 

 

 

 

 

 

 

 

  



 

Figure S2. 1H NMR (500 MHz, D2O) analysis of the adenosine adduct 4, showing the chemical 

structure and the 1H NMR spectrum. 

 

 

 

 

  



 

Figure S3. 1H-1H COSY analysis (500 MHz, D2O) of the adenosine adduct 4, showing (A) the 

chemical structure, and (B) the 1H-1H COSY spectrum. 
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Figure S4. HPLC analysis 4 using a prolonged elution program. This analysis showed that 4 

likely consists of two diastereoisomers, and one diastereoisomer accounts for ca. 75% of the total 

amount. As discussed in the main text and in Figure S9, the major product shown by a red asterisk 

likely has a (2R)-configuration. HPLC analysis was performed using C18 column (Accucore XL 

C18, Thermo Scientific, 4.6 x 250 mm). The column was equilibrated with 98% solvent A (H2O, 

0.1% TFA) and 2% solvent B (CH3CN, 0.1% TFA), and developed at a flow rate of 0.8 ml/min 

and UV detection at 254 nm: 0-4 min, constant 98% A / 2% B; 4-50 min, a linear gradient to 80% 

A / 20% B. 

 

 

 

 

  



 

Figure S5. Production of 5ˊ-deoxyadenosine (dAdoH) in NosL reactions with different substrates, 

showing the HPLC traces for (i) the control reaction with 2-(indolymethyl)acrylic acid (IMAA) 

using the supernatant of boiled enzyme, (ii) the reaction with L-Trp, and (iii) the reaction with 

IMAA. Production of dAdoH was barely observable in the reaction with IMAA. HPLC analysis 

was performed using C18 column (Accucore XL C18, Thermo Scientific, 4.6 x 250 mm). The 

column was equilibrated with 98% solvent A (H2O, 0.1% TFA) and 2% solvent B (CH3CN, 0.1% 

TFA), and developed at a flow rate of 1.0 ml/min and UV detection at 254 nm: 0-4 min, constant 

98% A / 2% B; 4-20 min, a linear gradient to 80% A / 20% B. 

  

 

 

  



 

Figure S6. HR-MS/MS analysis of the guanosine adduct 5 produced in the NosL reaction with 

IMAA and SGM, showing the collision induced dissociation (CID) fragments and the MS/MS 

spectrum. 

 

 

 

 

 

  



 

Figure S7. HR-MS/MS analysis of the cytidine adduct 6 produced in the NosL reaction with 

IMAA and SCM, showing the CID fragments and the MS/MS spectrum. 

 

 

 

  



 

Figure S8. A mechanistic proposal for the formation of singly and doubly deuteriated 4 in D2O 

buffer. “Y” represents an unidentified protein residue on which the hydrogen is exchangeable with 

the solvent. As discussed in Figure S9, this residue is likely Tyr90, but this hypothesis awaits 

further validation. Doubly deuteriated product is produced from the radical intermediate “X” 

likely via two possible pathways: a proton-coupled electron transfer (pathway 1) or hydrogen 

abstraction from a solvent-exchangeable site (e.g. Y in pathway 2). 

 

 

  



 

Figure S9. A working hypothesis for the production of (2R)-4. (A) Molecular docking of IMAA 

into the NosL active site. (B) Reduction of the radical adduct 7 by Tyr90, which resides at the 

Si-face of C2 of 7 (same to IMAA C2) and thereby results in the (2R)-configuration of 4. 

Molecular docking analysis was performed by using Lamarckian Genetic Algorithm[5] embedded 

in the AutoDock 4.2 package.[6] 
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Figure S10. HR-MS/MS spectrum of di-deuteriated 4 produced in D2O buffer ([M + H]+ = 455. 

20), showing (A) the CID fragments, and (B) the MS/MS spectrum. This analysis indicates that 

the two deuterium atoms are on the IMAA-derived moiety, and for more than 50% of 

di-deuteriated 4, the C5 was deuterium labeled.  
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Figure S11. Production of the DTT adduct 9 in the NosL reaction with IMAA. (A) HPLC analysis 

of the reaction mixture, showing the HPLC traces for (i) NosL-catalyzed reaction with all the 

required components, and (ii) control reaction with boiled NosL. (B) HR-MS/MS analysis of 9, 

showing the CID fragments and the MS/MS spectrum. The reaction was performed by incubation 

of 500 μM IMAA with ca. 50 μM reconstituted NosL, 500 μM SAM, and 2 mM of sodium 

dithionite (Na2S2O4) in 50 mM MOPS buffer (pH 8.0) for 2 hrs. LC analysis was run using a C18 

column (Hypersell GOLD, Thermo Scientific, 2.1 x 100 mm) with a flow rate of 0.3 ml/min and 

UV detection at 260 nm: 0-2 min, constant 98% A / 2% B; 2-6 min, a linear gradient to 60% A / 

40% B; 6-8 min, a linear gradient to 5% A / 90% B; 8-12 min, constant 5% A / 95% B; 12-15 min, 

a linear gradient to 98% A / 2% B.  
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Figure S12. Production of 8 in NosL reaction with IMAA. (A) Extracted ion chromatograms 

(EICs) of [M + H]+ = 451.2 (corresponding to 8) for (i) the assay with all the required components, 

and (ii) the control reaction with boiled NosL, (iii) the control reaction in which SAM was omitted. 

(B) HR-MS/MS analysis of 8, showing the collision induced dissociation (CID) fragments and the 

MS/MS spectrum. 
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Figure S13. LC-MS analysis of NosL in vitro assays with SAM analogues. (A) EICs of [M + H]+ 

= 466.2 (corresponding to the desaturated IMAA-guanosine adduct dIG) for (i) the 

NosL-catalyzed reaction with SGM and all the other required components, and (ii) control 

reaction with boiled NosL; EICs of [M + H]+ = 621.2 (corresponding to the DTT adduct of dIG) 

for (iii) the reaction same to trace (i), and (iv) the control reaction same to trace (ii). (B) EICs of 

[M + H]+ = 427.2 (corresponding to the desaturated IMAA-cytidine adduct dIC) for (i) the 

NosL-catalyzed reaction with SCM and all the other required components, and (ii) control reaction 

with boiled NosL; EICs of [M + H]+ = 581.2 (corresponding to the DTT adduct of dIC) for (iii) 

the reaction same trace (i), and (iv) the control reaction same to trace (ii). 

 

 

 

 

  



 

Figure S14. Effect of dithionite concentration on the production of the adenosine adduct 4, 8, and 

9, showing the production yield of 4 (blue) and the total yields of 8 and 9 (red) at dithionite 

concentration of (1) 40 μM, (2) 100 μM, (3) 500 μM, (4) 1 mM, (5) 2 mM, (6) 5 mM, (7) 8 mM.  

Assays were performed in 100 μL of reaction mixture containing 40 μM reconstituted NosL, 10 

mM dithiothreitol, 500 μM SAM, and 500 μM IMAA in 50 mM MOPS buffer (pH 8.0) with 

varied dithionite concentrations shown above. Assays were run in duplicate at room temperature 

for 1.5 h, and the standard deviations (S.D.) are shown by the error bars. Quantification of 4 and 8 

was done by monitoring the intensity of the MS/MS fragment ion at m/z = 136.06, and 

quantification of 9 was done by monitoring the compound A260 in HPLC.  

 

 

 

 

 

 

 

 

 

 

 

 

 



 

Figure S15. UV-Vis analysis of the reconstituted NosL, showing the spectra of the non-reduced 

enzyme (black line), and the enzyme reduced with sodium dithionite (DTH) for 30 min (blue line) 

and overnight (red line). This analysis supported that the [4Fe-4S] cluster of NosL upon overnight 

incubation with DTH was functional, which is consistent with our recent studies on the NosL 

R323K mutant.[7]  

  

 

 

 

  



 

Figure S16. Redox stoichiometry analysis of the production of 4, 8, and 9, showing the yields of 

three different products and the total yields when assays were run with 40 μM or 80 μM enzyme. 

The assays were performed by incubation of NosL overnight with sodium dithionite, allowing the 

[4Fe-4S] cluster to be fully reduced and the excess dithionite to decompose via disproportionation, 

and the reduced enzyme was subsequently incubated with SAM and IMAA in the absence of 

dithionite. A similar strategy was used previously by Liu and coworkers in the study of the radical 

SAM enzyme DesII,[8] and was recently used in our lab in the investigation of the radical 

SAM-dependent amine dehydrogenation reactions.[7] The result showed that the total amount of 

the three products (blown bar) is at substoichiometric levels of enzyme. 
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